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39. A modified cellulase\of claim 37, wherein the mutation comprises a substitution, insertion 
or deletion at position 24. 

40. A modified cellulose of Iplaim 37, wherein the mutation comprises a substitution, insertion 
or deletion at position 32, 

41 . A modified cellulase of cl^im 37, wherein the mutation comprises a substitution, insertion 
or deletion at position 34. 

42. A modified cellulase of clai^i 37, wherein the mutation comprises a substitution, insertion 
or deletion at position 42. 

43. A modified cellulase of claim|37, wherein the mutation comprises a substitution, insertion 
or deletion at position 49. 

44. A modified cellulase of claim 3^, wherejfe the mutation comprises a substitution, insertion 
or deletion at position 50. 

45. A modified cellulase of claim 37 s \ wherein the mutation comprises a substitution, insertion 
or deletion at position 53. 

46. A modified cellulase of claim 37, ^herein the mutation comprises a substitution, insertion 
or deletion at position 54. 

47. A modified cellulase of claim 37, wherein the mutation comprises a substitution, insertion 
or deletion at position 64. 

48. A modified cellulase of claim 37, wherein the mutation comprises a substitution, insertion 
or deletion at position 68. 
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49. A modified cellulate of claim 37, wherein the mutation comprises a substitution, insertion 
or deletion at position 69, 

50. A modified cellulase \of claim 37, wherein the mutation comprises a substitution, insertion 
or deletion at position 70. 

51. A modified cellulase o^ claim 37, wherein the mutation comprises a substitution, insertion 
or deletion at position 71 f 

52. A modified cellulate of fyaim 37, wherein the mutation comprises a substitution, insertion 
or deletion at position 79. 

53. A modified cellulase of cl^im 37, wherein the mutation comprises a substitution, insertion 
or deletion at position 85. 

54. A modified cellulase of claiih^vvherein the mutation comprises a substitution, insertion 
or deletion at position 86. \ ^ 

55. A modified cellulase of claim 5j7 s ^herein the mutation comprises a substitution, insertion 
or deletion at position 88. 

56. A modified cellulase of claim 37\ wherein the mutation comprises a substitution, insertion 
or deletion at position 92. 



57. A modified cellulase of claim 37, vtyierein the mutation comprises a substitution, insertion 
or deletion at position 93. 



58. A modified cellulase of claim 37, whi 
or deletion at position 95j t 



■ein the mutation comprises a substitution, insertion 
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59. A modified oellulase oi\claim 37, wherein the mutation comprises a substitution, insertion 
or deletion at position 106. 

60. A modified cellulose of cl^im 37, wherein the mutation comprises a substitution, insertion 
or deletion at position 138. 

61 . A modified cellulase of clai^n 37, wherein the mutation comprises a substitution, insertion 
or deletion at position 140. 

62. A modified cellulase of claimj 37, wherein the mutation comprises a substitution, insertion 
or deletion at position 150b. 

63. A modified cellulase of claim 37,-^erein the mutation comprises a substitution, insertion 
or deletion at position 152, \ 

64. A modified cellulase of claim 3^, wjterein the mutation comprises a substitution, insertion 
or deletion at position 153, 

65. A modified cellulase of claim 37, (wherein the mutation comprises a substitution, insertion 
or deletion at position 166. 

66. A modified cellulase of claim 37, ^herein the mutation comprises a substitution, insertion 
or deletion at position 169. 

67. A modified cellulase of claim 37, wherein the mutation comprises a substitution, insertion 
or deletion at position 170. 

68. A modified cellulase of claim 37, wherein the mutation comprises a substitution, insertion 
or deletion at position 171. 
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69. A modified cellulas^ of claim 37, wherein the mutation comprises a substitution, insertion 
or deletion at position 1 72. 

70. A modified cellulase of ^laim 37, wherein the mutation comprises a substitution, insertion 
or deletion at position 173. 

71. A modified cellulase of claiip 37 5 wherein the mutation comprises a substitution, insertion 
or deletion at position 1 74. 

72. A modified cellulase of claim 3^7, wherein the mutation comprises a substitution, insertion 

73. A modified cellulase of claim 37, yhere/n the mutation comprises a substitution, insertion 
or deletion at position 197. 

74. The cellulase variant of claim 37, wheflein the cellulase has an amino acid sequence of SEQ 
IDNOjI. 

The cellulase variant of claim 74, wherein the mutation comprises C16M+C86G, D42W, 
D42W, D42Y, E48D/P49*, E48N/P49* and/or L70Y, 



76. A celhriase 



variant of claim 37, wherein the mutation comprises: 




K13Lor03K; 
P14AorA14P; 
S15HorH15S; 

K20E, K20G, K20A, E2fl£, G20K, A20K, E20G, E20A, G20E, A20E, G20A, or A20G; 
K21NorN21K; 

A22G, A22P, G22A, P22A, G22^, or P22G; 
V24*. V24L, *24V, L24V, *24L, orNL24*; 

N32D, N32S, N32K, D32N, S32N, K% D32S, D32K, S32D, K32D, S32K, or rC2S; 
N34D or D34N; 
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GS0NorN50G; 

A.53S, A53G, A53K, S53A, G53A, K53A, S53G, S53K, G53S, K53S, G53K, orK53G; 
54ForF54Y; 
■1, V64D, I64V, D64V, I64D, or D64I; 

!V, F68L, F68T, F68P, V68F, L68F, T68F, P68F, V68L, V68T, V68P, L68V, T68V, 
P68V, L68l\L68P, T68L, P68L, T68P, or P68T; 
A69SM69T, S69A, T69A, S69T, or T69S; 
L70Yo\y70L; 
G71A or A71G; 
G79TorT7pG; 
W85TorT8SW; 

A88Q, A88GAA88R, Q88A, G88A, R88A, Q88G, Q88R, G88Q, R88Q, G88R, or R88G; 
L92AorA92L\ 

T93Q, T93E, Qj^T, E93T, Q93E, orE93Q; 
V106F or FlOtf 
Q138EorE138Q;\ 
G140NorN140G; 
S152DorD152S; 

R153K, R153L, R153^ S K153R, L153R, A153R, K153L, K153A, L153K, A153K, L153A, 
orAl53L; 

G166SorS166G; 
W169ForFl69W; 
Rl70ForF170R; 

F171Y,F17lA,Y171F,Al7lk Y171A, or A171Y; 
D172E, D172S, E172D, Sl72l\ E172S, or S172E; 
W173EorEl73W; 

F174M, F174W, M174F, W174F\ M174W, or W174M; 
LI 931 or II 93L; and/or 
T197SorS197T. 
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77, A celltalase variant of claim 37, wherein as a result of the mutation, 
the amW acid residue at position 22 is A, G, or P; 
the amito acid residue at position 24 is L p V, or *; 
the amin&acid residue at position 32 is D, K, N, or S; 
the amino acid residue at position 34 is D or N; 
the amino acM residue at position 42 is D, G, T, N, S, K, or *; 
the amino aci&residue at position 49 is P 5 S, A, G s or *; 
4 the amino acid residue at position 49a is C or *; 

f , 4 the amino acid residue at position 49b is N or *; 

l J;f the amino acid rescue at position 50 is G or N; 

■ r the amino acid residue at position 53 is A, G, K, or S; 

the amino acid residjb at position 54 is F or Y; 
the amino acid residue\at position 64 is D, I, or V; 
the amino acid residue at position 68 is D, N, P> or T; 
the amino acid residue ajGbsition 69 is A, S 5 or T; 
the amino acid residue it position 70 is L or Y; 
the amino acid residue it paction 71 is A or G; 
the amino acid resi^ue^Sfposition 79 is G or T; 



the amino acitfresidue at position 88 is A, G, Q, or R; 
the amino acid residue at position 92 is A or L; 
the amino acid residue at position 93 is E, Q, or T; 
the amino acid residue at position^95j is P or *; 
the amino acid residue at position 106 is F or V; 
the amino acid residue at position 138 is E or Q; 
the amino acid residue at position 1 50^ is A or *; 
the amino acid residue at position 1 52 is D or S; 
Hie amino acid residue at position 153 is^A, K, L, or R; 
the amino acid residue at position 166 is G or S; 
the amino acid residue at position 169 is f\t W; 
the amino acid residue at position 170 is F onR; 
the amino acid residue at position 171 is A, FApr Y; 
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the amino acid residue at position 172 is D s E, or S; 
the amino acid residue at position 173 is E or W; 
the amino acid residu^position 1 74 is F, M 3 or W; 
tlie amino acid residuAat|?osition 193 is I or L; and/or 
the amino acid residuTaY position 197 is S or T. 

78 . A detergent composition comprising a cellulase variant of claim 3 7 and a surfactant. 



